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threonine metab metabolic state 
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209: 831 
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tyrosine aminotransferase hor= 
mone 214: 679 
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214: 299 
Lymnaea 
hemocyanin fragment oxygen 
affinity 209: 519 
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transport 214: 671 
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crophage 210: 419 
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212: 155 
fatty acid goat 209: 215 
gland polyamine metab starva= 
tion 212: 149 
lipogenesis lactation rhythm 
appetite 214: 183 
liver lipogenesis starvation re= 
feeding 216: 515 
somatotropin variant binding 
214: 885 
tumor peroxidase eosinophil 
213: 165 
Mandelate 
dehydrogenase stereospecificity 
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Mannitol 
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214: 387 
Mannose 
binding protein liver sepn 
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retinyl phosphate filaria 
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transport liver lysosome 
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cAMP phosphodiesterase hepa= 
tocyte 216: 245 
cell ATPase mutation Escheric= 
hia 211: 717 
cell phospholipid diet fat 
212: 573 
cholinergic synaptic vesicle lipid 
organization 211: 155 
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degrdn 216: 559 
Microscopy 
electron intima collagen human 
211: 303 
Microsome 
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tion mercaptoacetate 
215: 457 

adipose GDP corticosterone 
214: 265 

adipose liver carnitine acyltrans= 
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Mitogenesis 
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215: 465 
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Molybdenum 
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spinach 213: 137 
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211: 227 
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azoferredoxin dissocn kinetics 
215: 393 
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209: 207 
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oxidase inhibition MD780236 
209: 235 
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213: 417 
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glycoprotein IIb Iila throm= 
basthenia 214: 331 
glycosaminoglycan formation 
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Mosquito 
glutathione formation senescence 
210: 289 
glutathione transferase develop= 
ment senescence 210: 281 
Moth 
hawk muscle substrate cycling 
210: 49 
Mouse 
deoxycytidine metab 210: 367 
genetics liver ganglioside 
209: 885 
Ig kappa chain isotype 211: 173 
kidney microvillus metalloendo= 
peptidase deficiency 
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casein lactalbumin cortisol 
212: 507 
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prostaglandin endoperoxide 
synthase mastocytoma 
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insulin dimer 216: 687 
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goblet cell property 209: 117 
Structure cervix 213: 427 
Mucosa 
glycoprotein structure cervix 
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cervix glycoprotein characteriza= 
tion 211: 13 
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209: 565 
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213: 427 
glycoprotein structure model 
209: 893 
intestine glycoprotein age 
215: 405 
polysaccharide stomach 
215: 421 
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arom complex domain Neuros= 
pora 213: 405 
complex oxo acid dehydrogenase 
Bacillus 215: 133 
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stimulating activity protein 
phosphorylation 214: 11 
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glutathione 216: 503 
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agonist antagonist heart receptor 
216: 11 
phosphoinositide metab parotid 
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adenylate cyclase Orconectes 
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amino acid metab catecholamine 
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aminopeptidase human 
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differentiation cysteine protei= 
nase 214: 871 
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function 216: 143 
cell secretion review 216: 1 
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eosinophil peroxidase blood 
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binding aldehyde dehydrogenase 
liver 211: 363 
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mitochondria passive diffusion 
potato 216: 443 
peroxisome permeability 
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liver 211: 363 
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NADPH 
chloroaniline oxidn cytochrome 
P450 212: 539 
cytochrome P450 reductase 
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glucose phosphate dehydroge= 
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Nafenopin 
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Neoplasm 
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210: 345 
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phosphate 214: 695 
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acetylcholinesterase solubiliza= 
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sciatic inositol transport diabetes 
210: 775 
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protein 215: 227 
Nervous 
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squid 209: 797 
Neuraminate 
nomenclature polemic 215: 711 
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Neurcfilament 
triplet protein proteolytic giges= 
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triplet protein spinal nerve 
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cytochrome oxidase kinetics 
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esterase organ aging 209: 817 
Neurotoxin 
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Neurotransmission 
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216: 765 
oxygen radical 216: 459 
Newborn 
brush border kidney 214: 209 
fetoprotein skin formation char= 
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nucleotide transhydrogenase 
inhibition dicyclohexylcarbo= 
diimide butanedione 
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Nigericin 
protonmotive force Escherichia 
212: 105 
Nitrate 
reductase molybdenum center 
EPR spinach 213: 137 
Nitric 
oxide guanylate cyclase 
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Nitroarom 
electron reduced ascorbate oxi= 
dase 209: 167 
Nitrobenzylthioinosine 
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216: 299 
binding erythrocyte nucleoside 
transporter 216: 661 
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activating enzyme Rhodospirillum 
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211: 495 
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rillum 209: 881 
Klebsiella hydrogen prodn car= 
bon monoxide 211: 589 
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alkylated porphyrin liver 
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ase 214: 235 
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membrane 214: 995 
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cyclic chemiluminescence immu= 
noassay 216: 185 
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ny 214: 751 
galactose Escherichia hydrogen 
ion 210: 699 
glucose adipocyte insulin gluca= 
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sodium alanine liver 210: 621 
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nucleoside glucose erythrocyte 
membrane 214: 995 
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phosphatidylinositol phosphate 
hydrolysis 216: 287 
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216: 551 
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aorta 214: 975 
Triplet 
protein neurofilament proteolytic 
digestion 215: 239 
protein neurofilament spinal 
nerve 215: 227 
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binding serum albumin immobi= 
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binding serum albuminn 
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oxygenase detn liver 209: 831 
pyrrolase detn liver polemic 
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serine active site subtilisin 
215: 413 
synthase Saccharomyces 
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Tumor 
mammary peroxidase eosinophil 
213: 165 
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thotrexate 216: 295 
Tunicamycin 
lysosome enzyme monocyte 
macrophage 214: 671 
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aminotransferase hormone pol= 
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neutrophil mitochondria 
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216: 299 
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estrogen sulfotransferase 
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Valproate 
liver urea formation 216: 233 
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Hoff plot evaluation error 
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glutaminase liver mitochondria 
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214: 497 
Verruculogen 
formation Penicillium 214: 991 
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prolactin pituitary tumor cAMP 
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D calcium binding protein intes= 
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209: 837 
Vol 
detn mitochondrial mannitol 
marker 214: 387 
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14643 liver mRNA 214: 879 
14643 liver peroxisome prolifera= 
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